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Abstract

Members of the genus Curcuma are increasingly important as food, medicinal plants
and ornamentals. Curcuma species found in Koak Phu Ta Kha, Khon Kaen Province during our
survey from April, 2004 to June, 2005 showed broad morphological characters both inter-

specific and variety levels. Assessment of genetic variation and their partitioning within and
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between populations of these wild species is necessary for formulating conservation
management strategies. We investigated the molecular and genetic analysis of Curcuma
species found in Koak Phu Ta Kha using both polymerase chain reaction — RAPD technique
and amplified partial chloroplast gene - trnL and trnF including the intergenic region of
both genes. The RAPD markers within a genus, across species and among populations of
species were also studied. 600 and 800-bp RAPD markers which were discovered could be
used as species-specific band for Curcuma thorei Gagnep and genus-specific band
respectively. A total of 206 RAPD fragments were scored and the dendrogram of these
Curcuma populations was constructed using cluster analysis and UPGMA from SPSS for
Windows version 10.0. We further investigated the nucleotide sequences of the amplified
partial chloroplast gene - frnL and trnF including the intergenic region of both genes.
Phylogenetic tree was then created from four Curcuma accessions and other plant species

available in the NCBI database.
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