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Abstract

The genetic relationship of 27 species in genus Curcuma were analysed by HAT-RAPD
technique using 10 nucleotide primers. The study showed that 9 from 16 primers, i.e. OPA11,
OPA20, OPG13, OPG14, OPV08, OPAB04, OPAQO06, OPAQ12 and OPAX17 produced 230
polymorphic DNA bands ranging in size from 150-3000 bp. Analysing these DNA fingerprint
patterns could classify the plants studied into 6 major groups which were consistent with their

morphological characteristics.
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