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Abstract

Amplified fragment length polymorphism (AFLP) analysis is a rapid and efficient method
for producing DNA fingerprints. The AFLP diversity of Durian has not yet been described and
fingerprinted. In this study, one hundred and thirty clones of Durian from Chantaburi and South
of Thailand were analyzed by using AFLP analysis to differentiate Durian genotypes and to
explore their genetic relationships. A total of 138 polymorphic markers were generated from
eight selective primer-pair combinations. The data obtained were employed to construct
dendrograms using an unweighted pair-group method with arithmetical averages (UPGMA). The

UPGMA analysis classified Durian into two groups.
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Table 1: Eigth primers which are using for DNA

fingerprint
Eco RI adapter Mse | adapter
1 ER-AGC MS-CAA
2 ER-AGC MS-CAC
3 ER-ACA MS-CTA
4 ER-AGC MS-CGT
5 ER-AAC MS-CTG
6 ER-ACA MS-CGT
7 ER-ACA MS-CAC
8 ER-ACA MS-CTG

Table2: Polymorphic bands after analyze with

4.5% acrylamide gel

Primer Polymorphic band
ER-AGC/MS-CAA 16
ER-AGC/MS-CAC 17
ER-ACA/MS-CTA 24
ER-AGC/MS-CGT 13
ER-AAC/MS-CTG 17
ER-ACA/MS-CGT 11
ER-ACA/MS-CAC 22
ER-ACA/MS-CTG 18

Total 138
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Figure 1: Banding pattern of Durian DNA code 5D35-5D67, 5D14 with primer ER-AGC/MS-CAC
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Figure 2: Dendrogram of Durian using an unweighted pair-group method with arithmetical averages (UPGMA)

(138 polymorphic bands)



